Rep. Grant. Res., Asahi Glass Foundation (2024)

No.95
BT 4 — WV FIGE — AT A F T N Kk~ O 5e8h
(FERWZE T —R)

T YT OEMES IR Yy P ARy FHIBSII B W TH 2
22 NEAS iR G D384 %2 Tl 5

Prospecting outbreaks of emerging zoonotic diseases in the
biodiversity hotspots of Asia
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In recent years, emerging and re-emerging infectious deseases such as Ebora, HINI influenza, dengue
fever, SARS and MARS have been observed on a global scale. Many of these pathogens, which were
originally carried by wild animals as natural hosts, have spread to humans and livestock due to the
expansion of human activities such as land development, deforestation and commercial trade. The aim of
this study was to understand the actual situation of emerging and re-emerging zoonoses in Asian
biodiversity hotspot areas and to predict future outbreaks. Studies were conducted on tick-borne infections
in wild rodents in Sarawak, Malaysia, tick-borne infections in brown bears and deer in Hokkaido, Japan,

and tuberculosis infections in Asian elephants in Nepal.
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Fig.1. Three study sites (Malaysia, Hokkaido in Japan and Nepal)
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Fig.2. Tick collection from brown bears and deer
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Fig.3. Infection circulation of tuberculosis between human and Asian elephants
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